SUPPLEMENTARY FIGURES
. Multiple sequence amino acid alignment of sMMO from Methylosinus sporium 5 (type II), Methylosinus trichosporium OB3b (type II), Methylocystis species M (type II), and Methylococcus capsulatus Bath (type X).
(A) Alignment of amino acids from the α-subunit of MMOH (GenBank accession number: ABD46892). Gray and red colors represent identical and different amino acids, respectively. Blue represents the identical residues among type II methanotrophs. Specific enzymatic activities were measured at 30C and pH 7.5. Table S1 . Primers used in this study.
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SUPPLEMENTARY TABLE
Primer name Sequence (5'-3') Enzymes (strains) 
